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Abstract Integration Architecture: Our Choice
A large number of web applications are designed to deal with different aspects of biomedical data v Integration through shared database and core web services | |
analysis requirements. A comprehensive data analysis task often requires functions from multiple Pro: Low dependency, high flexibility, no bottleneck, computable datasets, friendly to typical
applications and enabling different web applications to work seamless with each other is a major multi-session research use cases, loose coupling, low complexity, and expandable
challenge.  While there are different ways to achieve various levels of  cross-application Con: may require more user actions but often just a few clicks

integration, we choose to use a common database for the sharing of intermediate data from

. o We chose it over the following approaches because:
multiple applications.

x Session-based techniques

Our solution offers a number of unique advantages including 1) central location of intermediate Pro: integrated operation, easy to use (if work, often times not)
archiving and project management, including sharing of intermediate results among pre-defined Con: unstable, lose data when session ends

group members. 2) shared functions for manipulating intermediate data such as gene/protein id x Embedded approaches

mapping from different applications, union, intersect and subtraction of different data lists 3) Pro: integrated Ul, better usability for certain type of tasks
different applications only need to communicate with a single APl and database rather than Con: Only fit in certain type of tasks, higher level of dependency
implementing application-specific solution for each new application that needs integration. x \Web-services only architecture

Pro: standard, loose coupling

Web Application Integration Overview Con: pre-fixed scenarios, bottleneck in collaborative development environment, fragmented

From architecture perspective: - From functionality perspective: datasets, not analysis friendly, hard to adapt in heterogeneous development environment
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